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Abbott’s formula, 863, and see bioassay, 
mortality 
Abdominal bristle number, 451 
Abortion, 33, and see birth, stillbirth 
induced, 77 
Acetic acid, whiff of, 274, and see stimulus 
Acidity, 105, and see pH 
Additivity, 579, and see analysis of vari- 
ance, effect, error, model 
Adenosine triphosphate (ATP), 195 
Adult, 434 
moth, 801 
Age, 541, 619, and see birth, date of, dis- 
tribution, population, process 
at onset of disease, 724 
groups, 13 
maternal, 572 
standardization, Yule’s direct method, 
777 
Agronomy, 864, and see breeding, cotton, 
crops, plants, soil, sugar cane 
Ainu, 529 
Alabama, 474 
Algebra, tedious, 243 
Algebraic heroics, 505 
Algorithm, 256, and see computation, com- 
puter program 
for grouping, Elston’s, 703 
for numerical maximisation, 539 
Yates, 823 
Alias, 158, 823, and see design, effect 
Allele, 55, 149, 209, 229, 435, and see 
chromosome, coupling, genetics, lo- 
cus, repulsion 
dominant, 221, 586 
favorable, 41, 221 
fixation of, 41, 221 
loss of, 221 
recessive, 221, 586 
wild, 436 
Allelic systems, multiple, 840 
Allocation, 607 
optimum, 465 
Amino acid, 305 
Amylase, 311 
Analysis, and see estimation, model, test 


component, 823 
demographic, 163 
nonparametric, 105 
numerical, 539 
of randomized clinical trials, 166 
of variance, 105, 255, 321, 333, 641, 682, 
780, and see variance 
intrablock, 824 
multivariate, 110, 113, 601, 616 
parametric, 108, 572 
probit, 863, and see bioassay, probit 
analysis, quantal response 
radio-autographic, 129 
Ancestor, common, 209, and see pedigree 
Animals 
domestic, 51 
lower, 723 
Anomaly, 771 
Antibody, 701 
Antigen 
erythrocyte, 701 
foreign, 702 
leukocyte, 701 
systems, 701 
Appeal, intuitive, 777 
Approximation, 785 
binomial, 14 
normal, 850 
Poisson, 14 
Potthoff and Whittinghill, 133 
successive, 441, and see iteration, solu- 
tion of equations 
Argentina, 333 
Arginine, 195 
Assay, biological, 582, 605, and see bio- 
assay, probit analysis, quantal re- 
sponse 
Assay 
chemical, 605 
in vitro enzyme, 195 
quantal virus, 582, and see bioassay 
Van Pilsum, 197 
Assortment, positive, 435 
Assumption, proportionality, 336, 767, 861 
departure from, 15 
normality, 505, and see model, proba- 
bility 


Aural information, 601, and see rate, 
cooing 

Austrians, 529 

Autoregression, finite multivariate, 269 

Average, weighted, 727, and see expecta- 
tion, mean 

Bacillus subtilis var. niger, 713 

Bacillus, tubercle, 166 

Backcross, 452 

Backward, 271 

Bacteria, 23, 365 

Bacterial spores, 713 

Bantu, 529 

Behavioral science, 588, 590 

Benzpyrene, 781, and see cancer, carcinogen 

Bias, 151, 195, 237, 394, 566, 677, and see 
estimate, expectation 

Holmes, 87 

Binary digit, 527 

Bioassay, 143, 154, 863, and see Abbott’s 
formula, biological assay, probit 


analysis, quantal response, trans- 
formation, logit 
quantitative, 606 
Biochemistry, 195 
Biological assay, 535, 780, and see bioassay 
Biological science, 351, 576 


Biometric Society, 170, 357, 609, 874 
Biometry, 351 
Biosynthesis, in vivo, 195 
Birth, 14, 620, and see abortion, age, popu- 
lation, process, rate, stillbirth 
certificates, 218 
date of, 723 
live, 33 
order, 292, 572 
Bisexual, 434 
Blocks, 154, 331, 333, and see classifica- 
tion, design, effect, mean, model 
Blood transfusion, 701 
Blood types, ABO system of, 527 
Boolean operators, 704, and see intersec- 
tion, union 
Boundary, 2 
condition, 369, and see equations, dif- 
ferential 
Brain waves, 269, and see electroencepha- 
logram 
Branching diagram, 741 
Breast, 618, and see lactation 
Breathlessness, 541, and see respiratory 
symptoms, wheeze 
Breeder, 465 
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Breeding, 1, 41, 221, and see genetics, 
selection 
animal, 618, 625, 854 
Broth, trypticase soy, 714 
Brownian motion, 283 
Byssinosis, 572, and see cotton workers, 
disease 
Calculation, 641, 645, and see computation, 
computer 
Calculus of variations, 367, and see equa- 
tions, differential 
Calibration, 868, and see design, measure- 
ment 
Canada, provinces of, 322 
Cancer, 292, 401, 552, 701, and see car- 
cinogen, leukemia, lymphoma, tumor 
childhood, studies of, 726 
research, 777 
Carcinogen, 181, 401, 777, and see benz- 
pyrene, cancer 
Carrier, 365, 443 
Case, 76 
Catchability, 13, 16, 398 
Cattle, shorthorn breed of, 210, and see 
animals, domestic, breeding 
Cell 
clonegenic, 749 
culture, synchronous, 23 
cycle, 23 
host, 402 
malignant, 402, and see cancer, tumor 
number, lethal, 756 
panel of, 701 
survival curves, 143 
Census, Schnabel, 13, 19, and see popu- 
lation, survey 
Cepaea nemoralis (L), 150 
Change, 269 
Character, 451, and see trait 
Characteristic roots, 613, and see matrix, 
eigenvalues, latent roots 
Chart, 411, and see plot, graphic, graph 
paper 
Clopper-Pearson, 77 
for solving equations, 393 
Chemical structure, 608 
Chickenpox, 724, and see disease 
Child, preschool, 723 
Chinese, 529 
Chromosome, and see genetics, locus 
deleted, 560 
human, 559 
labelled, 129 
Circle, 305, and see curve, distribution 
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Clan, 216 
Classification, 559, 602, 604, and see design, 
discrimination, distance 
crossed, 243, 248, 250, 505 
nested, 243 
nested and crossed, 251 
Classmates of affected children, 723, and 
see epidemiology, leukemia 
Clinical onset, 723 
Clinical trial, 411, and see design 
Clonal seed orchard, 465, and see forestry, 
orchard, tree 
Closeness, 199, 555, and see distance 
Cluster, 356, 547, 687, 704 
analysis, 602, 845 
in space and time, 723 
Coalminers, 541, and see breathlessness, 
pneumoconiosis, wheeze 
Coefficient 
correlation, 305, 537, and see, correla- 
tion, covariance, independence 
intra-class, 323, 679 
rank, 305 
homozygosity, 598 
inbreeding, 209, 598 
kinship, 209 
linkage, 237 
numerical for variance components, 642 
de parenté of Malécot, 479 
racial likeness, Pearson’s, 532 
regression, 566, 855, and see correlation, 
estimation, slope 
relationship, Wright’s, 479 
selection, 42, 149, 586 
variation, 394, 604, and see mean, vari- 
ance 
weighting, 562 
Cofactor, 519, 841, and see determinant, 
matrix, solution of equations 
Coherence, 269 
Cohort, 166, and see population 
Coition, 34 
Collieries, 541, and see coalminers 
Colloidal solutions, 283 
Colony, 1, 716, and see cells 
Comparison, and see design, experiment 
of medical treatments, 598, and see 
clinical trials 
multiple, 604 
Poisson observations, 851 
Competing risks, 767 
Complaint, statistician’s, 871 
Component analysis, 823 
Components, principal, 600, and see matrix 
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Computation, 56, 209, 411, 485, 587, 714, 
857, 871, and see algorithm, calcula- 
tion, estimation, Monte Carlo, solu- 
tion of equations 

Computer, 201, 223, 459, 545, 785 

minimum storage on, 490 
program, 216, 633, 645, 663, 708 

BASIC, 80 

canned, 143 

FORTRAN IV, 218, 815 
time, 495 

Concavity, upward, 183, and see curve 

Concentration, 582, and see dosage, dose 

Conception, 33, and see fertility 

Conference, proceedings of, 871 

Confidence interval, 77, 195, 871, and see 
mean, standard error, statistic, test 

Connecticut, 696 

Consistency, internal, 580, 767 

Constant, proportionality, 714 

Continuity correction, 852, and see Yates 
correction 

Contrast, 823, and see effect, model 

Control, 76, 713, and see design, effect, esti- 
mation, treatment 

asynchronous, 29 

of pest population, 365 
optimal, 365 

pair-fed, 105 

Convergence, 295, 870, and see solution of 
equations 

Co-ordinates, 418, 422, and see plot, trans- 
formation 

Corrections to papers, 860 

Correlation, 18, 107, 465, 527, 535, 601, 671, 
703, 835, and see coefficient, co- 
variance, independence, regression 

between index and trait, 71 

genetic, 682 

paternal half-sib, 51, 65 
Cost, 365, 367, 747, and see gain 

genetic, 69 

of operation, 465 

total overhead, 470 

Cotton workers, 572, and see byssinosis 

Counts, 601, 608, and see data, distribu- 
tion, model 

spore, 713 
tumour, 777 

Coupling, 452, and see chromosome, ge- 
netics, mating, repulsion 

Covariance, 67, 151, 244, 281, 452, 586, 689, 
824, and see correlation, coefficient 
of, variance 


components, 485, 506 
functior. matrix, 270 
genetic, 478 
matrix, common, 525 
matrix, inverse of, 525 
sibpair, 455 
Creatine, 195 
Criterion, 477, 767 
Critical level of subjective abnormality, 
541, and see bioassay, thres! old 
Croys, 365, 472, and see agronomy 
Cross, 451, and see coupling, genetics, 
repulsion 
Culling, 465, and see selection, truncation 
Cultures, asynchronous, 29 
Cumulants, 132, 401, and see distributions, 
moments 
Curvature parameter, 781 
Curve 
concave-upward damage, 183 
exponential, 24 
fitting, exponential, 815 
nonlinear standard, 605 
of linear segments, 24 
Cycle, mitotic, 380 
Dam, 58, 187, 480, 618, 682, and see mother, 
sire 
Data, and see counts, distribution, mea- 
surements, model, observations 
analysis, 195 
balanced, 243, 505 
categorical, 604 
contagious, 801 
decay-type, 816, and see exponential 
electroencephalographic (EEG), 269, and 
see brain waves 
frequency, 601 
grouped, 579 
hypothetical, 299 
incomplete, 291 
multinomial, 603 
multivariate normal, 606 
lost or garbled, 294 
misclassified binomial, 607 
multivariate quantal, 535, and see bio- 
assay 
Narise’s, 837 
of Jordansky et al., 135 
Ordered qualitative, 605 
partial multivariate normal, 625 
quantal, 599, and see bioassay 
serially correlated multivariate, 269 
serological, 701 
survival, 565 
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unbaianced, 243, 505 
Death, 14, 365, 749, 767, and see birth, 
migration, mortality, process, rate, 
risk 
cause of, 579 
certificate, 727 
foetal, 33 
neonatal, 186 
probabilities of, 861 
specific cause of, 767 
Decis 2n, 411 
Degrees of freedom, 206, 255, 269, 291, 525, 
and see design, experiment, variance 
Density, spectral, 274 
Density, expected age, 378, and see dis- 
tribution 
Depth of nutrient exposure, 714 
Derivative, 771, and see equation, differen- 
tial, function 
Design of experiments, 566, 590, and see 
classification, degrees of freedom, 


experiment, Graeco-Latin square, 
Latin square, model, table, variance, 
analysis of 

balanced, 641 


for interactions, 167 
incomplete block, 657 
change-over, 154 
complete randomized blocks, 255, 332 
completely nested, 682 
complex split plot, 105 
confounded, 167 
for diallel crosses with blocking, 167 
fractional factorial, 157 
individual matching, 75 
Latin square, 327 
mixed, 641 
nested, 105, 641 
factorial, 255 
non-orthogonal, 825 
partially balanced incomplete block, 167 
qualitative-cum-quantitative, 167 
split plot, 255 
symmetrical incomplete block, 599 
textbooks on, 139, 591 
totally confounded, 330 
twelve-point, 159 
unbalanced, 641 
Youden square, 327 
Determinants, 271, 515, 841, and see ma- 
trix, solutions of equations 
Diet, 196, and see food, iron, nutrition 
Difference, significance of, 525, and see 
test 
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Differential selection, 479 
Diffusion rates, ion, 600 
Dilution, 716, and see concentration, dos- 


age 
Diploid, 451 
Disc, fractured plastic, 713 
Discriminant analysis, 536, and see clas- 
sification, closeness, cluster, distance, 
statistic 
Discriminating criterion, 23 
Disease, 281, 292, 687, and see byssinosis, 
cancer, chickenpox, epidemiology, 
infectious hepatitis, lymphoma, ma- 
laria, measles, morbidity, mortality, 
pathology, pneumoconiosis, pneu- 
monia, poliomyelitis, prognosis, rate, 
rubella, scarlet fever, streptococcal 
pharyngitis, syndrome, tuberculosis, 
virus, whooping cough 
cardiovascular-renal, 775 
chronic, 412 
infectious, 724 
pattern of, 579 
Reportable Infectious, 725 
Dissolved oxygen, 739, and see water 
Distance, 451, and see classification, close- 
ness, cluster, discriminant analysis, 
statistic, taxonomy 
generalized, £25 
heterogeneity, 527 
of Edwards and Cavalli-Sforza, 532 
of Friedlander, 527 
of Mahalanobis, 525 
pairwise, 531 
summary measure of, 547 
Distribution, and see density, model, 
transform 
age, 377, 380 
age at onset, 727 
asymptotic, 37 
benign and malignant cells, 401 
beta, 202, 395 
symmetric, 131 
binomial, 17, 42, 44, 77, i151, 395, 411, 
413, 598, 604, 714 
symmetric folded, 129, 348 
bivariate, 671 
chi-square, 111, 202, 26%, 271, 505, 716, 
798 
non-central, 795 
circle radii, 91 
compound 
correlated Poisson, 602 
folded binomial, 131 


Poisson, 145 
conditional, 62, 617 
discrete Poisson-Lindley, 145 
double exponential, 681 
equilibrium, 229 
estimated relative risk, 80 
exponential, 36, 336 
extreme value, 336 
F, 77, 144, 458 
non-central, 282 
fertility of couples, 33 
gametic, 54 
gamma, 94 
gene frequencies, 221 
generalized power series, 343 
genotypic, 54, 149 
Hermite, 145 
hypergeometric, 13, 16 
isotropic angular, 421 
life, 336 
linear exponential family of, 145 
logarithmic, 802 
lognormal, 754 
log-zero-Poisson, 801 
maximum case number, 849 
McNemar’s X2, 339 
multi-modal, 457 
multinomial, 526, 561, 602, 603, 606, 688, 
775 
multiply-truncated multivariate, 467 
negative binomial, 145, 605, 801 
with zeros, 808 
Neyman type A, 801 
normal, 202, 305, 396, 452, 465, 511, 560, 
567, 604, 658, 743, 756, 787, 855 
approximate, 688 
asymptotic, 547 
bivariate, 305, 537, 673, 836 
folded, 130 
multivariate, 53, 110, 281, 406, 479, 525, 
603 
ordinate of, 480 
standardized, 58 
univariate marginal, 538 
null, 306, 550 
offspring, 229 
organisms, 1 
Pearson class, 94 
permutational, 547 
phase, 380 
platykurtic, 681 
Poisson, 17, 34, 230, 411, 417, 443, 602, 
605, 687, 714, 761, 851 
Poisson binomial, 801 


m | 


rectangular, 845 
rods, 421 
skewed, 679 
sphere radii, 91 
stationary, 232, 377 
Student’s t, 672, 677 
symmetric, 679 
unimodal, 457 
test statistic, 129 
time to tumour, 777 
tolerance, 537 
trivariate, 16 
truncated exponential, 168 
uniform, 398, 554, 681 
univariate, 845 
Weibull, 336 
Wishart, non-central, 617 
Dominance, 42, 58, 433, 478, and see allele, 
genetics, overdominance 
Dosage-response curve, 181, 535, and see 
bioassay, regression 
Dose, 401, 780, and see bioassay, woncen- 
tration, drug 
dependence, 749 
median infectious (ID50), 753, and see 
bioassay 
nominal, 761 
Drawing ball, from urn, 770, and see 
model, probability 
Drift, 41, 221 
Drosophila 
melanogaster, 451, 835 
simulans, 835 
Drug, 373, 642, and see bioassay, clinical 
trial, dosage activity, 608 
Ducks, 315, and see hunters, survey 
Duration of disease, 379, and see morbidity 
Dynamics of finite populations, 221, and 
see population, process 
Economic factor, 744, and see cost 
Edge, 2 
Effect, and see design, mean, model, sta- 
tistic 
block, 824 
carcinogenic, 777 
direct, 154 
epistatic, 58 
finite, 641 
fixed, 485, 507, 641 
gene, 51, 65, 566 
interaction, 109, 157 
linear log dose, 780 
main, 108, 157, 535 
maternal, 683 


BIOMETRICS, DECEMBER 1970 


random, 109, 243, 485, 495, 641 
residual, 154 
side-, 535 
size, 585 
toxic, 181 
treatment, 824 
Efficiency, 608, 789, and see design, esti- 
mate, variance 
Efficient, asymptotically, 167, and see ef- 
ficiency 
Egg masses, 801 
Eigenvalue, 439 and see matrix 
Ellipsoid, 421 
of revolution, 97 
Emigration, 14, 16, 365, and see population, 
process 
English, 529 
Enumeration, complete, 551 
Environment, 1 
Enzyme, 552 
concentration of, 23, 28 
methylating, 196 
synthesis, 23 
transamidinase, 195 
Epidemic, 356, 365, and see disease, mor- 
bidity 
Epidemiology, 687 
Equations, and see solution 
absorption of, 488 
derivation of, 240 
deterministic, 387 
differential, 150, 841 
differential-difference, 366 
functional, 229, 441 
index, 67 
integral, 403, 468 
Laplace, 815 
Volterra, 97 
Wicksell, 93 
iterative solution of, 69, 80 and see solu- 
tion 
Kolmogorov backward, 42 
linear, 372 
normal, 149 
partial differential, 469 
product density, 403 
recurrence, 841 
sweeping out, 488 
Equilibrium, 388, 452 
dynamic, 401 
existence of, 840 
genetic, 41, 221, 840, and see Hardy- 
Weinberg 
Equivalent conditions, 844 
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Error, 507, and see design, effect, model, 
variance 
additive random, 672 
heteroscedastic, 30 
homoscedastic, 32 
mean squared, 787 
non-independent, 30 
pooled split plot, 255 
random, 486 
rate, 140 
restriction, 255 
rounding, 495, 645 
Eskimos, 529 
Estimation, 36, 535, 701, and see efficiency, 
mean, model, statistic, variance 
biased, 14 
binomial, 780 
classical, 598 
concentration, 713 
difference for population total, 168 
double-stage, 598, 787 
Grubbs, 671 
initial, 539 
jackknife, 677 
Katti, 787 
least squares, 26 
Mantel-Haenszel, 75 
maximum likelihood, 25, 75, 145, 393, 
505, 527, 538, 598, 657, 714, 756 
minimum variance unbiased, 787 
modified, 394 
numerical, 444 
of delta squared, 525 
of distance, 451 
of distribution, 87 
of linkage, 451 
of particle density, 582 
of percentiles, 599 
of plant root length, 421 
of ratios, 195 
of relative risk, 75 
of tumour size, 401 
of variance, 15 
components, 505 
Petersen, 13 
precision of, 757 
prior, 787 
Quenouille ‘split sample’, 195 
sequential, 606 
shrunken, 598, 787 
survival time, 168 
tag-recapture, 13 
unbiased, 15 
asymptotically, 398 


ratio cum product, 169 
uniformly minimum variance, 657 
variance of, 505, 542, 586 
weighted regression, 615 
Ethionine, 105 
Etiology of disease, 75, and see epidemiol- 
ogy, morbidity 
Evolution, 41, and see genetics, natural 
selection, selection 
Examinations, periodic medical, 541 
Example, see numerical example 
Expectation, 547, 689, and see average, 
mean 
Expected time, 221 
Experiments, 333 and see data, design of 
experiments, model 
animal painting, 777 
competition, 835 
confounded factorial, 823 
cross-nursing, 619 
factorial, 823 
fractionally replicated, 
sub-, 330 
selection, 451 
‘successful’, 396 
Exposure, 723 
Extinction, 441, and see death, mortality, 
population, process, selection 
Extrapolation, 181, 755, and see interpola- 
tion 
Factor analysis, 701, and see correlation, 
covariance, data, design, matrix, 
model 
Family, 452, and see pedigree, genetics 
informative, 458 
optimum size, 571 
Father, 53, and see sire 
Fecundability, 34 
Fellows of a learned society, 377 
Females, 567 
Fertility, 33, 434 
Fetus, 702 
Field, 365 
Finite projective plane, 162, and see design 
Fish kills, 742, and see water 
Fitness, 222, 229, 433, and see culling, 
evolution, genetics, selection 
Flavoring, distasteful, 191 
Flour, 7, and see Tribolium 
Food additives, 181 
Foreign language requirement, 864 
Forestry, 465, 606, and see orchard, tree 
Forward, 271, and see prediction 
Frequency domain, 273 
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Frequency, and see data, distribution, 
probability, table 
gametic, 53 
gene, 41, 51, 149, 527 
of roots intersecting planes, 421 
unequal subclass, 485 
Function 
decay-type, 815 
elementary, 441 
Hamiltonian, 368 
incomplete beta, 77, 563 
joint probability, 393 
linear, 477 
estimable, 486 
moment generating, 1 
objective, 371 
operating characteristic, 415 
positive symmetric, 549 
skew-, 550 
probability generating, 374, 443 
product density, 401 
total mortality intensity, 767 
Gain, net, 465, and see cost 
Game, 607 
Gamete, 42, 209, 231 
Gene, 451 
‘good’ and ‘bad’, 56 
marker, 456 
unlinked, 457 
Generation, 151, 210, 435, and see family, 
genetics, population 
Genetic 
code, 684 
component, 477 
epistatic effect, 478 
markers, 701 
Genetics, 677, and see evolution, natural 
selection, population 
human, 451 
medical, 559 
population, 433 
quantitative, 677 
Genotype, 42, 69, 434, 619, 625, and see 
allele, genetics, locus, phenotype 
Gland, 88 
Glycine, 195 
Gradient, ecological, 1 
Graeco-Latin square, 157, and see design 
Graph, directed, 210 
graph paper, ‘probability’, 541, and see 
chart, plot 
Crnph, replacement series, 835 
Graph theory, 209 
Grasshoppers, 613 
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Group theory, 823 
Groups, optimally divided, 845 
Growth, and see model, population 
bacterial, 713 
-curve data, 613 
of cells in cancer, 401 
Guanidinoacetic acid, 195 
Habitat, 365 
Halfsister, paternal, 480 
Handedness, 599 
Hardy-Weinberg equilibrium, 59, 452, 527, 
and see equilibrium, genetics, steady 
state 
Hazard function, 767, and see function, 
mortality 
Health Interview Survey, 864 
Heritability, 51, 65, 480, 566, 682, and see 
genetics, genotype, selection 
Hertz, 273, and see frequency domain 
Heterogeneity, spatial, 421 
Heteroscedasticity, 603, and see variance 
Heterozygote, 230, 433, 455 
‘Hits’, proportion of, 203 
Homozygote, 433, 455 
Hospital notes, 727, and see data 
Hunters, 315, and see ducks, survey. 
Hunting permits, 316, and see hunters 
Hyperbola, 234 
Hypothesis, and see design, model, sta- 
tistic, test 
null, 111, 614 
of no change, 269 
ID50, 753, and see bioassay, dose, median 
infectious 
Identification, 284, 547 
Immigration, 14, 388, and see birth, death, 
migration, process 
Immunology, 702, and see disease 
Incidence, 166, 572, and see morbidity, 
mortality, process, rate 
Increase, coefficient of net, 3, and see 
population : 
Independence, 435, 452, 613, and see model, 
probability, statistic, test 
departure from, 305 
quasi-, 291 
row-column, 292 
Index, and see coefficient, measure, model, 
statistic 
complexity, 707 
Lincoln, 13 
phenotypic, 61 
selection, 67, 74, 606 
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Individual, number of ancestors of, 212, 
and see family, pedigree 
Industrial 
dynamics, 865 
plants, 743 
Inequality 
Jensen’s, 683 
Schwarz’s, 151 
Infections of childhood, 723, and see dis- 
ease, morbidity 
Infectious hepatitis, 724 
Infective, 365, and see disease, morbidity 
Inference, 701, 754, 864, 870, and see esti- 
mation, statistics, test 
Information, 465, 536, and see data, likeli- 
hood 
Injection, 197 
Inoculation, 749 
Insecticide, 765 
Instruments, 671 
Integral, and see function 
bivariate, 538 
multivariate normal, 466 
numerical, 815 
Interaction, 229, 293, 331, 485, 780, 823, 
and see effect, model 
Intercept, common, 143, and see line, 
regression 
Intercross, 454 
Interpolation, 69, 470, 858, and see extra- 
polation, table 
Intersection, 704, and see Boolean opera- 
tor, union 
Interval, confidence, 396, and see confi- 
dence, estimate, test 
Intestine, small, 311 
Invariant, 422 
Tron, tolerance of, 169, and see diet 
Tsolate, 296 
Italians, 529 
Iteration, 438, 444, and see convergence, 
recursion solution, equations 
Japan, Mishima district, 219 
Kidney, 195 
Kinetics, 402 
Kronecker delta, 215, and see matrix 
Kurtosis, 801 
Lactation, 192, 281, and see breast, preg- 
nancy 


Lagrange 

identity, 515, 523 

multiplier, 68, 368, 469 
‘Language, 864, 871, and see foreign 
Lapps, 529 


Larvae, 682, 801 
Latin square, 155, 157, and see design of 
experiments, Graeco-Latin square 
Least squares, 143, 485, 641, 657, 701, 815, 
835, and see estimate, model, regres- 
sion 
internal, 815 
Lemma, 400, and see theorem 
Neyman-Pearson, 130 
Leptokurtosis, 678, and see distribution 
Leukemia, 356, 696, 723, and see cancer, 
disease 
Level, 181, 535, 584, 739, and see bioassay, 
dosage, threshold 
L’Hospital’s Rule, 400 
Libido, male, 191 
Likelihood, 149, 561, 754, and see lemma, 
maximum likelihood, odds ratio, 
probability, test 
conditional, 76 
logarithm of, 507, 717 
ratio, 23, 295, 411, 412, 607 
Limiting form, 805 
Lines, 210, 539, 835, 848, and see curve, 
graph, least squares, regression, 
slope 
best approximating, 183 
least squares, 184, 751, 783 
of identity, 193 
parallel, 780 
through origin, 714 
Linkage, 55, 229, 451, and see coupling, 
genetics, locus, repulsion 
Litters, 186 
Liver, 105, 196 
Locus, 229, 433, 451, 598, 840, and see 
allele, chromosome, genetics 
autosomal, 452 
diallelic, 841 
marker, 451 
one-, 229, 598 
two-, 230 
Lungs, 401, and see pneumonia, tuberculosis 
Lymphoma, and see cancer, disease, leu- 
kemia, tumor 
Burkitt’s, 356 
mouse, 749 
Machine, 642 
Malaria, 365, and see disease 
Males, 567 
Mammal, 401 
Man, 182 
Maori, 529 
Marine current, 5 
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Markov, and see matrix, model, process, 
stochastic process 
chain, 42, 222, 741 
process, 230 
Matching, 75, and see design 
Mathematics, applicable, 594 
Mating, 187 
assortative, 433, 567 
random, 433 
Matrix, 477, and see correlation, covari- 
ance, determinant, equations, vari- 
ance 
approximation to, 43 
canonical correlation, 613 
covariance, 269, 625 
diagonal, 488, 572 
diagonals of, 846 
direct sum of, 512 
eigenvalues and -vectors, 3, 232, 661, 705 
first moment, 438 
Hessian, 507 
identity, 223, 486 
information, 505 
inverse, 223, 485, 519 
generalized, 657 
lagged product, 270 
latent roots and vectors, see eigenvalues 
and -vectors 
multiplication, 209 
null, 43, 439 
orthogonal, 439, 660, 705 
partition of, 216, 522 
positively regular, 440 
power of, 211 
reaction, 702 
relation, 210 
row of, 521 
singular, 573 
spectral density, 273 
spectral expansion of, 232 
stochastic, 42, 222, 741 
sub-, square, 512 
symmetric, 214, 841 
tri-diagonal, 4 
Wishart, 616, 684 
Maximum likelihood, 291, 488, 559, 582, 
806, 836, and see efficiency, estima- 
tion, likelihood, probability, sta- 
tistic, test 
Maximum of gain per unit cost, 469 
Mean, 1, 243, 284, 586, 749, and see aver- 
age, estimate, expectation, model, 
probability, standard error, test, 
variance 
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asymptotic, 394 
double-stage estimation of, 787 
harmonic, 94 
kill per hunter, 318 
of secant length, 423 
product, expected, 485 
square, expected, 243, 255, 485, 641 
standard error of, 589 
vector, 525 
weighted, §17 
Measles, 724 
Measure, 422, 548 
Measurement, 196, and see calibration, 
data, observation 
of degree of similarity, 525 
of traits, 478 
phenotypic, 68 
precision, 868 
repeated, 281 
two on each time, 671 
Melanesians, 529 
Metameter, dose, 544 
Method 
‘by-eye’, 815 
classical actuarial, 784 
dilution, 582 
direct search, 762 
Henderson’s, 632 
iterative, 815 
removal, 393 
Satterthwaite, 206 
trapping, 396 
Methy! salicylate, 181 
Microbiology, 602 
Microorganisms, 713 
Microscope, 422 
Migration, 1, 221, 365, and see birth, death, 
process 
Minimization, 373 
Missing values, 625, and see data, observa- 
tion 
Model, 477, 659, 865, and see design, proba- 
bility, process 
additive, 572 
completely, 157 
age-dependent, 408 
binomial, 16 
Boolean, 701 
change detection, 269 
designed experiment, 255 
deterministic, 1, 387, 433 
epidemiologic, 723 
exponential, 25, 749 
fit of, 723, 759 
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fixed, 485 
for clean streams, 743 
for Coulter counter, 167 
for joint action of stimuli, 536 
for log-zero-Poisson distribution, 801 
for survival time, 749 
Kimball’s I and II, 579, 767, 861 
linear, 643, 701, 815 
branching, 433 
general, 255, 486 
log-linear, general, 601 
Lotka-Volterra, 387 
matrix, 1 
mixed, 253, 282, 485, 505, 598, 604 
mutation, 436 
nonlinear, 255 
one-hit, 182 
Poissonian, 584 
predator-prey interaction, 387 
random, 485, 505 
regression, 23 
Marten’s, 13 
segmented linear, 25 
Shortley, 753 
stochastic, 1, 366, 401, 433 
two-allele, one locus, 221 
two-way classification, 486 
two-way nested, random, 505 
with interactions, 496 
working, 486 
Moment, 467, and see cumulant, expecta- 
tion, mean, variance 
factorial, 149, 804 
fourth, 456 
negative, 395 
of circle radii, 88 
raw, 148 
rth about origin, 396 
Mongolism, 572 
Monitoring of streams, 739 
Monte Carlo, 200, 308, 347, 451, 551, 628, 
677, 679, and see computation, sam- 
pling 
Moorland pool, 5 
Morbidity, 535, 724, and see disease 
Mortality, 15, 337, 535, 579, 767, 770, 777, 
863, and see death, hazard, process, 
rate 
Mosquito, 365 
Mother, 53, and see dam 
Mourning dove, 601 
Mouse, Mus musculus, 182, 619, 780 
Multivariate analysis, nonparametric, 547 
Mutant, 229, 436 


Mutation, 221, 403, 433, and see allele, 
genetics, locus 
National Cooperative Leukemia Study, 
728, and see cancer, leukemia 
Natural selection, 841 
Navaho, 529 
Neighbors, 547 
Newborn infants, 269 
Newton-Raphson method, 83, 149, 837, and 
see computatirn, iteration, solution 
of equations 
Nitrogen, puff of, 274, and see stimulus 
Nonparametric methods, 166, 547, 606 
Non-randomness, 421 
North Carolina, 724 
Number of antigens, 701 
Number of organisms, 582 
Numerical example, 28, 234, 265, 637, 648, 
663, 719, 767, 772, 835, and see 
example 
Nutrients, 421, and see food, iron 
Nutrition, 618 
Obituary, of Jerome C. R. Li, 161 
of Francis M. Wadley, 350 
Observation, and see data, measurements, 
statistic 
delayed, 411 
extreme-valued, 106 
independent, 823 
keen, 772 
lagged, 415 
missing, 600 
multivariate dichotomous, 604 
Odds ratio, 76, and see likelihood, prob- 
ability 
Offspring, 618 
Optimal spacing, 281, and see design, re- 
gression 
Optimisation, direct search, 542 
Orchard, 473, and see forestry, tree 
Ordered categories, 599 
Orderings, equiprobable, 551 
Organism, biological, 535 
Ornithine, 195 
Orthogonal projection, 422 
Overdominance, 41, 226, and see domi- 
nance, genetics, 
Oxford Survey of Childhood Cancers, 728, 
and see cancer, leukemia 
Pairing, random, 411 
Pairs, untied, 411 
Panmixia, 435 
Parallelism, 143 


Parameter, 411, and see distribution, 
model, test 
Parent, 435, 452 
potential, 54 
—offspring relationship, 209 
Parody, 871, and see spoof 
Partitioning, exact, of chi-square, 607, and 
see statistic, test 
Path, closed, 209, and see graph theory 
Pathology, 87, and see disease, tumor 
Pattern, seasonal onset, 723, and see 
disease, epidemiology 
Pedigree, 209, 480, and see family 
Periodogram, 273 
Permissible dietary level, maximum, 185, 
and see diet, nutrition, safety 
Permutations, 155 
Petrography, 87 
pH, 196, and see acidity 
Phase, estimated, 269 
Phenotype, 435, 527, 625, and see geno- 
type, selection 
Physiological system, 535 
Pine, loblolly, 473, and see forestry 
Plane, fitness, 442 
Planet, 713 
Plankton, 5 
Plants 
roots, 421 
varieties of, 625 
Plastic, methyl methacrylate, 713 
Plot, graphic, 714, and see chart, regres- 
sion 
Pneumoconiosis, 541, and see coalminers, 
disease, lungs 
Pneumonia, 775, and see disease, lungs 
Points, 210, 356 
Poles, 529 
Poliomyelitis, 724, and see disease 
Pollutants, 743 
Polygene, 451 
Polymorphism, balanced, 236 
Polynomial, 147, 815 
Pontryagin, minimum principle of, 368 
Pooling of classes, 536, and see design, 
estimation, statistic 
Population, and see distribution, model, 
process 
actual, 778 
age structure of, 1, 387 
cell, 380 
closed animal, 393 
dynamics of finite, 41 
estimating size of, 393 
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extinction of, 387 
finite, 221, 243 
growth of, 365 
infinite, 243 
natural, 149 
non-random, 421 
normal, 347 
pest, 365 
random mating diploid, 42, 222, 841 
simulated, 777 
size of, 13, 367, 393 
spatially distributed, 1 
standard, 778 
temporally distributed, 1 
two-sex, 381 
uni-sex, 380 
Post Office, 316 
Potato flour, 584 
Power, 588, 680, and see test 
Precision, 716 
Prediction, 269, 756, and see extrapolation, 
forward, process 
Pregnancy, 33, 77, 281, 702, and see fetus, 
mother, newborn infant 
Prevalance, 166 
Prime power, 823 
Principal components, 613, and see factor 
analysis, matrix, multivariate analy- 
sis 
Prior knowledge, 787 
Probability, 713, 870, and see likelihood, 
model, odds ratio, power, signifi- 
cance, test 
basic concepts of, 589 
conditional, 16, 396, 767 
conservation of, 377 
cross-over, 55 
crude, 767 
explicit expression for, 804 
generating function, 148, 238, 801 
net, 767 
of capture, 393, 396 
of correct classification, 559 
of extinction, 370, 387 
of success, 411 
of transition, 742 
partial crude, 767 
survival, 187 
terminal error, 414 
transition, 366 
ultimate fixation, 42 
unconditional, 16 
Probit analysis, multivariate, 535, and see 
bioassay 
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Process, and see Markov, model, predic- 
tion, stochastic 
birth, death and migration, 1, 365 
Gaussian, 269 
illness, 775 
Markov, 739 
multivariate stationary, 269 
outgoing quality of, 739 
pure birth, 366 
simple renewal, 377 
survival and death, 767 
Product, inner, 521, and see vector 
Progeny, 186, 452, and see offspring 
Prognosis, 559, and see prediction 
Programmed text, 588, and see statistics, 
textbook 
Proportion, 87, 434, 525, and see frequency, 
probability 
Prosthetic cardiac valves, 225 
Pseudo-factor, 157 
Quadrant, 424, 705 
Quadratic form, 244, 269, and see matrix 
Quadratic function, 848, and see mean 
square, variance 
Quality control, 739 
Quantal response, 535, and see bioassay 
Ragweed desensitization, 674 
Radioactive 
iron, 105 
tracers, 815 
Random 
normal deviates, 28 
numbers, 680, 706 
uniform pseudo-, 202 
orientation, 88 
permutations, 551 
variables, multivariate normal, 613 
Randomization, 255, 852, and see design, 
test 
Randomness, departure from, 687, and see 
test 
Range, studentized, 866, and see statistic 
Rankits, 549, and see transformation 
Ranks, 111, 166, 547, 561 
Rats, 311 
body weight of, 282 
Osborne-Mendel, 187 
Rate, and see process, stochastic process 
asymptotic growth, 4 
birth, death and migration, 1, 366, 378 
cell take, 749 
cooing, 601 
disease incidence, 688 
exposure, 723 


failure, 767 
incidence, 379, 572 
prevalence, 379 
pulse, 259 
replacement, 377 
response, 319 
Ratio of sample variance to sample mean, 
343 
Reachability, 211 
Reaction, catalyzed by enzyme, 195 
Reaction of sera with cells, 701 
Reasonableness, 580, 767 
Recognition, cluster, 547, and see classifi- 
cation, distance 
Records, best, 854, and see selection 
Recruitment, 15 
Recurrence relation, 215, 374, 803, and see 
equation 
Recursion, 51, and see iteration 
Region, 787 
Regression, 835 
daughter-dam, 51 
dose-response, 606 
linear, through origin, 603 
multiple, 818 
multivariate, 143, 271, 603 
offspring-parent, 566 
partial, 485 
ridge, 603 
segmented, 25 
simultaneous, 143 
stepwise, 605 
Relative, 478, and see family, pedigree 
Relative efficiency, 315, and see estimate 
Relative potency, 606, 780, and see bio- 
assay 
Replication, 327, 467, and see design 
Reproducibility, 671 
Reproduction, 435 
human, 33 
rat, 181 
Repulsion, 452, and see coupling, genetics, 
locus 
Residuals, 333, 603, and see effect, model 
correlated, 835 
Respiratory symptoms, and see breath- 
lessness, pneumoconiosis, wheeze 
prevalence of, 535 
questionnaire on, 541 
Response, 184, 481, 535, 582, and see bio- 
assay, data, observation, survey 
Rest period, 33 
Risk, and see hazard, mortality, rate 
combined, 863 


competing, 336, 579, 767 
function, 788 
of infection, 166 
of tumor, 181 
relative, 75 
Robustness, 13, 108, 132, 195, 677, and see 
efficiency, nonparametric 
Rope spores, 584 
Royal Society, London, 383 
Rubella, 724, and see disease 
s-Adenosyl homocysteine and methionine, 
196 
Safety, 181 
Sample, 14 
cluster, 315 
random, 393 
simple, 315 
size, 325, 607, 788 
choice of, 588 
expected, 745 
necessary, 673 
small, 465 
Sampling 
count, 606 
double, 607 
empirical, 195, and see Monte Carlo 
error, 589 
incomplete, 603 
interval, 273 
policy, Markovian, 739 
pps through random grouping, 168 
random, without replacement, 244 
ranked set, 599 
ratio, variable, 739 
stratified, 607 
systems, 315 
Scale-freeness, 548 
Scaling, 284 
Scarlet fever, 724, and see disease 
Schizosaccharomyces pombe, 23 
School, 723 
Scores, 527 
Gehan, 166 
standard normal order statistic, 549 
Segregation, 457, and see allele, genetics 
Selected records, 854 
Selection, 41, 221 
against allele, 150 
artificial, 51 
differential, 465 
index, 477, 625 
intensity, 465, 566 
recurrent, 598 
truncation, 58, 465, 479 
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Self-fertilization, 433 
Selfing, 215 
Sensitivity, 166, and see bioassay 
Sequences, balanced for quantitative treat- 
ments, 154, and see design 
Sequential procedures, 347, 598, 626, and 
see design, estimation, process, test 
Sera, panel of, 701 
Series, individually matched, 75, and see 
design 
Sex, 13 
Shrinkage factor, 796, and see estimation 
Sib, next elder, 723 
Sibship, 292, 724 
Significance level, 140, 588, and see size, 
test 
Similarity, measuring degree of, 525 
Simplex procedure, 372 
Simplicity, 580, 767 
Simulation, 23, 765, and see Monte Carlo, 
sampling 
Sire, 58, 187, 682, 854, and see dam, father 
Skewness, 801 
Skin of animals, 777 
Slice, 95 
Slope, average, 183, and see line, regression 
Small sample, 129 
Smoke 
condensates, 780 
particles, 283 
Smokers, 541 
Snail shell color, 152 
Soil, 421, 600, and see agronomy 
arthropod, 5 
Solution of equations, 582, and see equa- 
tion, estimation, iteration, maxi- 
mum likelihood, Newton-Raphson, 
recursion 
abbreviated Doolittle method, 641 
asymptotic, 378 
closed-form, 582 
cyclic, 295 
iterative, 25, 223, 506, 538, 806 
numerical, 408 
square root method, 641 
Soybean yields, 467 
Space vehicle, 713 
Species, 13, 641 
Spectra, estimated, 269 
Spoof, good, 872, and see parody 
Stability of equilibrium, 840, and see equi- 
librium, Hardy-Weinberg, steady 
state 
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Standard deviation, 479, 566, and see 
variance 
Standard error, 149, 758, and see variance 
Statistic, and see estimation, observation, 
test 
chi-square, 8, 292, 525, 607, 694, 703 
goodness-of-fit, 573, 714, 807 
Mantel-Haenzsel, 572 
partition of, 111 
descriptive, 572 
Ederer-Myers-Mantel, 849 
F, 605 
Goodman-Kruskal G, 727 
Hoeffding U, 547, 551, 678 
Hotelling T2, 525, 616 
Kurezynski H2, 527 
Mahalanobis D2, 525 
minimal sufficient, 657 
order, 854 
Pillai 7, 616 
Roy lambda, 616 
Sanghvi B2, G2 and X2, 525, 528 
Student t, 186, 694 
Wilks delta, 616 
Statistics, 351, 596, and see data analysis, 
inference, textbook 
basic concepts of, 589 
descriptive, 864 
health and vital, 164 
introduction to, 590 
programmed, 588 
theoretical, 593 
Steady state, 4, and see equilibrium 
Stepwise procedure, 269 
Sterility, temporary, 33 
Stillbirth, 33, 186, and see abortion, birth, 
fetus 
Stimulus, 269, 535 
Stochastic process, 149, and see Markov, 
model, process, probability 
Furry-Yule, 607 
Markov, 281 
non-stationary, 606 
Wiener, 281 
Straight rod, 421 
Strain of laboratory animals, 641 
Stratification, optimum, 845, and see sam- 
pling 
Streptococcal pharyngitis, 725, and see 
disease 
Study, and see data, design 
cross-sectional, 545 
longitudinal, 545 
Subsets, distinct, of integers, 56 


Substrate concentration, 196 
Subtables, separable, 297, and see tables 
Sucrase, 28 
Sufficient statistics, 27, and see statistic 
Sugar cane, 333 
Sums 
of exponentials, 815 
of squares, 255, 271, 505, 567, 823, 846, 
and see analysis of variance 
error, 486, and see residual, variance 
reduction in, 486 
weighted, 547 
Summation, 521 
Surface, 421 
Survey, 541, and see sample, sampling 
Canadian Waterfowl Harvest, 315 
U. S. Mail Questionnaire, 315 
Survival, 433, 435, 749, and see death, 
probability 
Susceptible, 365 
Swiss cheese, 101 
Symmetry, 4 
Syndrome 
‘eri du chat’, 559 
Wolf’s, 559 
Systems, 865 
Tables, 351, and see data, observations 
contingency, 736 
diagonals of, 737 
incomplete contingency, 291 
multiway, 572 
new, 582 
of order statistics, 866 
2 X 2, 76, 339, 703 
two-way, 305 
Tagging, 13 
Taxonomy, numeric, 703, and see classi- 
fication, cluster, distance, species 
Taylor’s expansion, 17, 396 
Techniques, 671 
Temperature, 105, 196 
Test, 269, 291, 535, 671, and see chi-square, 
estimation, lemma, likelihood ratio, 
power, significance, size, statistic 
alternative, 848 
chi-square, 305 
goodness-of-fit, 38, 129, 848 
choice of, 613 
closeness, 547 
exact, 615, 851 
F, 140, 255, 488, 677, 678, 680 
approximate, 641 
full-sib progeny, 466 
Gehan rank, 166 


Goodman-Kruskal, 727 
half-sib progeny, 466 
hemoglutination, 673 
histamine release, 674 
Kruskal-Wallis, 114 
likelihood ratio, 540, 578, 604, 675 
locally most powerful, 129 
log rank, 167 
nonparametric, 780 
Mantel-Haenszel, 731, 780 
McNemar, 339 
mouse protection, 673 
multinomial, 687 
multiple comparison, 139, 866 
of association, 305 
one-tailed, 550 
permutational, 687 
Pitman-Morgan, 671 
power of, 129, 339, 673, 851 
psychological, 284 
Q, 115 
restricted sequential, 412 
robust, 677 
safety, 181 
sequential probability ratio, 411 
sign, 563 
significance level of, 848 
size of, 673 
skin, 674 
T?2, 281 
tuberculin, 599 
Tukey, 335 
two-sample, 288 
uniformity, 699 
use of, 613 
variance, 848 
variation of material under, 671 
Tetanus toxoid, 673 
Textbook, 351, 870, and see statistics 
Brownlee’s, 851 
standard, 817 
Theorem, 825, and see lemma 
Fieller, 199 
fundamental, of natural selection, 841 
Jacobi, 843 
Tonelli, 92 
Urquhart, 518 
Theory, control, 368 
Thesis, 871 
Threshold, random, 752, and see bioassay 
Threshold strength, 705, and see bioassay 
Ties, 412 
Time 
absolute, 270 
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continuous, 841 
delay, 740 
development, 451 
discrete, 371 
host doubling, 749 
interval, 770 
minimum induction, 781 
termination, 412 
Tolerance vector, 535 
Tone, 274, and see stimulus 
Toxic origin, 723) 
Toxicity, 182, and see drug 
Trait, and see phenotype, selection 
economic, 477 
polygenic type; 465 
quantitative, 
Transform 
Fourier, 815 
finite, 273 
Laplace, 377, 406 
inverse, 407 
Transformation, 105 
arcsine square root, 780 
Fisher z, 311, 684 
linear, 613 
logit, 575 
monotone, 548 
variance stabilizing, 678 
Transplantation, human organ, 701 
Transversal, 327 
Trap, 16 
Treatment, 154, 331, 333, 598, and see 
additivity, block, design, effect 
Tree, wild, 473, and see forestry, orchard 
Trials, therapeutic, in man, 167, and see 
clinical trial, drug 
Tribolium 
castaneum, 682 
confusum, 1, 7 
Tristate Leukemia Study, 728, and see 
cancer, leukemia 
Tuberculosis, 775, and see disease, lungs, 
respiratory symptoms 
Tumor, 181, 401, 777, and see cancer, 
lymphoma 
ascites, 749 
cells, 701 
Truncation, 94, 465, and see selection 
Trypsin, 311 
Twin study, 463 
U. S. D. A. Forest Service, 474 
Union, 704, and see Boolean operator, 
intersection 
Universal constant, 506 
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Urine, 197 
Urn, 770 
Vaccination, 366 
Validation, 195 
Variable, and see data, distribution, sta- 
tistic, variate 
binomial, 563 
continuous, 305 
correlated, 525 
deletion of, 556 
discrete, 525 
inclusion of, 556 
nonorderable, 547 
orderable, 547 
Variability, genetic, 221 
Variance, 14, 184, 230, 243, 451, 586, 657, 
689, 749, 758, 818, 864, and see mean 
square error, standard deviation, 
standard error, weight 
analysis of, 505 
asymptotic, 149, 394, 717 
components, 243, 485, 506, 598, 642, 657, 
677 
Cramér-Rao bound on, 629 
environmental, 455 
error, 486 
generalized, 629 
genetic, 65, 455 
homogeneity of, 106 
in gametic value, 58 
known, 788 
large sample, 505 
marginal, 671 
minimum, 505 
permutational, 547 
phenotypic, 481 
ratio, expected, 459 


sampling, 505 
unknown, 347, 797 
within-group, 845 
within sire, 854 
Variate, and see data, distribution, sta- 
tistic, variable 
Bernoulli, 801 
canonical, 536 
crossed, 653 
multiple response, 535 
nested, 653 
Vectors, 437, 478, 507 
Viability, mean zygotic, 842 
Virus, trigger, 723, and see disease, leu- 
kemia 
Volatility, 191 
Volume of tumor, 402 
Water, 421, and see dissolved oxygen, fish 
kill, streams 
control boards, 739 
quality, 739 
Weaning, 186 
Weights, 478, 618, 629, 719, 817, and see 
mean, precision, variance 
economic, 70 
ewe, fleece and lamb, 70 
Wheat, 451 
Wheeze, 541, and see respiratory symp- 
toms 
Whooping cough, 724, and see disease 
Womb, 618 
Wool, 88 
Worth, 396 
Yates correction, 82, and see continuity 
correction 
Zero frequency cell, 293 
Zygote, 231, and see genetics 
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